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LabID is one piece of a large ecosystem

Ø LabID does not work in isolation 
Ø Integrate with many other tools through REST APIs and standards
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The EMBL ITS DMA app
• tracks data’s location, ownership & metadata 
• allows performing various data operations on the IT 

infrastructure

=> LabID integrates with DMA to delegate various operations 
through DMA REST API
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• Used by several Core Facilities to distribute data
• Changing ownership requires Elevated Privileges on unix systems 

• Used by users to move their data from acquisition machine

Data Movement – DMA “Handover” & “Pullover”
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Automated Transfer of Sequencing Data from GeneCore
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• Minimum information collection (metadata from GeneCore) 
• simplified data registration wizard 

• No data loss: every sequencing run is captured
• Data stored on owner’s storage  
• Data protected from user manipulation (read-only) 
• Data remains accessible for analysis (no duplication needed)

ü Ideal scenario, users do not handle the data themselves



Streamlining imaging data registration with Data Pullover
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Ø User initiates registration through DMA Pull Over from the 
acquisition machine

Ø The destination selection provides minimum context (e.g. 
assay type)

Ø Image specific metadata available (XYZCT)



Data Registration Automation

• Automate (primary) data registration in well defined scenarios (e.g. experiment type, project)
• Registration only happens after successful content validation
• Data structure, Naming convention (as defined in DMP)
• Rule enforcement e.g. samples must already exist…

• Similar assays are registered the same way
• Metadata Extraction
• Plugin approach (“Sniffer”)

One monitored folder 



Imaging Session Example

Each CZI file is a dataset

Dataset definition is 
often context specific

Ex: IMATREC, BioOcean5D



Dataset Metadata extraction e.g. for IMATREC

Dataset level
• Standard Metadata extracted (here CZI) 

“as is” into a read only JSON
• Individual Metadata replicated in editable 

slots 

Assay level
• Metadata common to all datasets are 

exposed at the assay level 



LabID offers several clients and uses a range of services
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Ø The REST API allows to easily develop your own clients



The LabID Command Line Interface

Ø Export Studies to ENA
Ø Export symbolic links to datasets in your project folder
Ø Automate raw data registration with cron jobs 
Ø …



Integrate LabID in your own app with the Python Lib

Ø Use the lib in your own application/script/notebook to register samples, fetch data, launch workflows…
Ø Use the lib to write your own sniffers

> Get from https://gitlab.com/lab-integrated-data/labid-lib

Dozens of methods



Sniffer and Object Data Model (LabID-lib)

Data Model

Sniffer class diagram
Examples available in the LabID-CLI



Thank you

Multimodal Open Data Integration Support (MODIS)
part of EMBL Data-Science Center 

Contact : modis@embl.de Chat: https://chat.embl.org/embl/channels/labid

Join LabID on Slack
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